■v 

1 



SEQUENCE LISTING 

<110> Bertin, John 

<120> NOVEL MOLECULES OF THE CARD -RELATED 
PROTEIN FAMILY AND USES THEREOF 

<130> 07334-076001 

<140> 09/099,041 
<141> 1998-06-17 

<150> 09/019,942 
<151> 1998-02-06 

<160> 37 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 1931 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (214) . . . (1833) 
<400> 1 

ccacgcgtcc ggtcagctct ggttcggaga agcagcggct ggcgtgggcc atccggggaa 60 
tgggcgccct cgtgacctag tgttgcgggg caaaaagggt cttgccggcc tcgctcgtgc 120 
aggggcgtat ctgggcgcct gagcgcggcg tgggagcctt gggagccgcc gcagcagggg 180 
gcacacccgg aaccggcctg agcgcccggg acc atg aac ggg gag gcc ate tgc 234 

Met Asn Gly Glu Ala lie Cys 
1 5 

age gcc ctg ccc acc att ccc tac cac aaa etc gcc gac ctg cgc tac 2 82 

Ser Ala Leu Pro Thr lie Pro Tyr His Lys Leu Ala Asp Leu Arg Tyr 
10 15 20 

ctg age cgc ggc gcc tct ggc act gtg teg tec gcc cgc cac gca gac 330 
Leu Ser Arg Gly Ala Ser Gly Thr Val Ser Ser Ala Arg His Ala Asp 
25 30 35 

tgg cgc gtc cag gtg gcc gtg aag cac ctg cac ate cac act ccg ctg 378 
Trp Arg Val Gin Val Ala Val Lys His Leu His He His Thr Pro Leu 
40 45 50 55 

etc gac agt gaa aga aag gat gtc tta aga gaa get gaa att tta cac 426 
Leu Asp Ser Glu Arg Lys Asp Val Leu Arg Glu Ala Glu He Leu His 

60 65 70 



aaa get aga ttt agt tac att ctt cca att ttg gga att tgc aat gag 
Lys Ala Arg Phe Ser Tyr He Leu Pro He Leu Gly He Cys Asn Glu 

75 80 85 



474 



■* 
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* 



cct gaa ttt ttg gga ata gtt act gaa tac atg cca aat gga tea tta 522 
Pro Glu Phe Leu Gly He Val Thr Glu Tyr Met Pro Asn Gly Ser Leu 
90 95 100 

aat gaa etc eta cat agg aaa act gaa tat cct gat gtt get tgg cca 570 
Asn Glu Leu Leu His Arg Lys Thr Glu Tyr Pro Asp Val Ala Trp Pro 
105 110 115 

ttg aga ttt cgc ate ctg cat gaa att gec ctt ggt gta aat tac ctg 618 
Leu Arg Phe Arg He Leu His Glu He Ala Leu Gly Val Asn Tyr Leu 
120 125 130 135 

cac aat atg act cct cct tta ctt cat cat gac ttg aag act cag aat 666 
His Asn Met Thr Pro Pro Leu Leu His His Asp Leu Lys Thr Gin Asn 

140 145 150 

ate tta ttg gac aat gaa ttt cat gtt aag att" gca gat ttt ggt tta 714 
He Leu Leu Asp Asn Glu Phe His Val Lys He Ala Asp Phe Gly Leu 

155 160 165 

tea aag tgg cgc atg atg tec etc tea cag tea cga agt age aaa tct 762 
Ser Lys Trp Arg Met Met Ser Leu Ser Gin Ser Arg Ser Ser Lys Ser 
170 175 180 

gca cca gaa gga ggg aca att ate tat atg cca cct gaa aac tat gaa 810 
Ala Pro Glu Gly Gly Thr He He Tyr Met Pro Pro Glu Asn Tyr Glu 
185 190 195 

cct gga caa aaa tea agg gee agt ate aag cac gat ata tat age tat 858 
Pro Gly Gin Lys Ser Arg Ala Ser He Lys His Asp He Tyr Ser Tyr 
200 205 210 215 

gca gtt ate aca tgg gaa gtg tta tec aga aaa cag cct ttt gaa gat 906 
Ala Val He Thr Trp Glu Val Leu Ser Arg Lys Gin Pro Phe Glu Asp 

220 225 230 

gtc acc aat cct ttg cag ata atg tat agt gtg tea caa gga cat cga 954 
Val Thr Asn Pro Leu Gin He Met Tyr Ser Val Ser Gin Gly His Arg 

235 240 245 

cct gtt att aat gaa gaa agt ttg cca tat gat ata cct cac cga gca 1002 
Pro Val He Asn Glu Glu Ser Leu Pro Tyr Asp He Pro His Arg Ala 
250 255 260 

cgt atg ate tct eta ata gaa agt gga tgg gca caa aat cca gat gaa 1050 
Arg Met He Ser Leu He Glu Ser Gly Trp Ala Gin Asn Pro Asp Glu 
265 270 275 

aga cca tct ttc tta aaa tgt tta ata gaa ctt gaa cca gtt ttg aga 1098 
Arg Pro Ser Phe Leu Lys Cys Leu lie Glu Leu Glu Pro Val Leu Arg 
280 285 290 295 

aca ttt gaa gag ata act ttt ctt gaa get gtt att cag eta aag aaa 1146 
Thr Phe Glu Glu He Thr Phe Leu Glu Ala Val He Gin Leu Lys Lys 

300 305 310 

aca aag tta cag agt gtt tea agt gee att cac eta tgt gac aag aag 1194 



Thr Lys Leu Gin Ser Val Ser Ser Ala lie His Leu Cys Asp Lys Lys 

315 320 325 



aaa atg gaa tta tct ctg aac ata cct gta aat cat ggt cca caa gag 
Lys Met Glu Leu Ser Leu Asn lie Pro Val Asn His Gly Pro Gin Glu 
330 335 340 

gaa tea tgt gga tec tct cag etc cat gaa aat agt ggt tct cct gaa 
Glu Ser Cys Gly Ser Ser Gin Leu His Glu Asn Ser Gly Ser Pro Glu 
345 350 355 

act tea agg tec ctg cca get cct caa gac aat gat ttt tta tct aga 
Thr Ser Arg Ser Leu Pro Ala Pro Gin Asp Asn Asp Phe Leu Ser Arg 
360 365 370 375 

aaa get caa gac tgt tat ttt atg aag ctg cat cac tgt cct gga aat 
Lys Ala Gin Asp Cys Tyr Phe Met Lys Leu His "His Cys Pro Gly Asn 

380 385 390 

cac agt tgg gat age acc att tct gga tct caa agg get gca ttc tgt 
His Ser Trp Asp Ser Thr lie Ser Gly Ser Gin Arg Ala Ala Phe Cys 

395 400 405 

gat cac aag acc att cca tgc tct tea gca ata ata aat cca etc tea 
Asp His Lys Thr lie Pro Cys Ser Ser Ala lie lie Asn Pro Leu Ser 
410 415 420 

act gca gga aac tea gaa cgt ctg cag cct ggt ata gee cag cag tgg 
Thr Ala Gly Asn Ser Glu Arg Leu Gin Pro Gly lie Ala Gin Gin Trp 
425 430 435 

ate cag age aaa agg gaa gac att gtg aac caa atg aca gaa gee tgc 
lie Gin Ser Lys Arg Glu Asp lie Val Asn Gin Met Thr Glu Ala Cys 
440 445 450 455 

ctt aac cag teg eta gat gee ctt ctg tec agg gac ttg ate atg aaa 
Leu Asn Gin Ser Leu Asp Ala Leu Leu Ser Arg Asp Leu lie Met Lys 

460 465 470 

gag gac tat gaa ctt gtt agt acc aag cct aca agg acc tea aaa gtc 
Glu Asp Tyr Glu Leu Val Ser Thr Lys Pro Thr Arg Thr Ser Lys Val 

475 480 485 

aga caa tta eta gac act act gac ate caa gga gaa gaa ttt gee aaa 
Arg Gin Leu Leu Asp Thr Thr Asp lie Gin Gly Glu Glu Phe Ala Lys 
490 495 500 

gtt ata gta caa aaa ttg aaa gat aac aaa caa atg ggt ctt cag cct 
Val lie Val Gin Lys Leu Lys Asp Asn Lys Gin Met Gly Leu Gin Pro 
505 510 515 

tac ccg gaa ata ctt gtg gtt tct aga tea cca tct tta aat tta ctt 
Tyr Pro Glu lie Leu Val Val Ser Arg Ser Pro Ser Leu Asn Leu Leu 
520 525 530 535 



caa aat aaa age atg taagtgactg tttttcaaga agaaatgtgt ttcataaaag 
Gin Asn Lys Ser Met 



540 



gatatttata aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 



<210> 2 
<211> 540 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Asn Gly Glu 

1 

Lys Leu Ala Asp 

20 

Ser Ser Ala Arg 
35 

Leu His lie His 
50 

Arg Glu Ala Glu 
65 

He Leu Gly He 

Tyr Met Pro Asn 

100 

Tyr Pro Asp Val 
115 

Ala Leu Gly Val 
130 

His Asp Leu Lys 
145 

Lys He Ala Asp 

Gin Ser Arg Ser 

180 

Met Pro Pro Glu 
195 

Lys His Asp He 
210 

Arg Lys Gin Pro 
225 

Ser Val Ser Gin 

Tyr Asp He Pro 

260 

Trp Ala Gin Asn 

275 

Glu Leu Glu Pro 
290 

Ala Val He Gin 
305 

He His Leu Cys 

Val Asn His Gly 

340 

Glu Asn Ser Gly 
355 

Asp Asn Asp Phe 



Ala He Cys Ser 
5 

Leu Arg Tyr Leu 

His Ala Asp Trp 

40 

Thr Pro Leu Leu 
55 

He Leu His Lys 
70 

Cys Asn Glu Pro 
85 

Gly Ser Leu Asn 
Ala Trp Pro Leu 

120 

Asn Tyr Leu His 
135 

Thr Gin Asn He 
150 

Phe Gly Leu Ser 
165 

Ser Lys Ser Ala 

Asn Tyr Glu Pro 

200 

Tyr Ser Tyr Ala 
215 

Phe Glu Asp Val 
230 

Gly His Arg Pro 
245 

His Arg Ala Arg 

Pro Asp Glu Arg 

280 

Val Leu Arg Thr 
295 

Leu Lys Lys Thr 
310 

Asp Lys Lys Lys 

325 

Pro Gin Glu Glu 

Ser Pro Glu Thr 

360 

Leu Ser Arg Lys 



Ala Leu Pro Thr 
10 

Ser Arg Gly Ala 
25 

Arg Val Gin Val 

Asp Ser Glu"Arg 

60 

Ala Arg Phe Ser 
75 

Glu Phe Leu Gly 
90 

Glu Leu Leu His 
105 

Arg Phe Arg He 

Asn Met Thr Pro 

140 

Leu Leu Asp Asn 
155 

Lys Trp Arg Met 
170 

Pro Glu Gly Gly 
185 

Gly Gin Lys Ser 

Val He Thr Trp 

220 

Thr Asn Pro Leu 
235 

Val He Asn Glu 
250 

Met He Ser Leu 
265 

Pro Ser Phe Leu 

Phe Glu Glu He 

300 

Lys Leu Gin Ser 
315 

Met Glu Leu Ser 
330 

Ser Cys Gly Ser 
345 

Ser Arg Ser Leu 
Ala Gin Asp Cys 



He Pro Tyr His 
15 

Ser Gly Thr Val 
30 

Ala Val Lys His 
45 

Lys Asp Val Leu 

Tyr He Leu Pro 

80 

He Val Thr Glu 
95 

Arg Lys Thr Glu 
110 

Leu His Glu He 
125 

Pro Leu Leu His 

Glu Phe His Val 

160 

Met Ser Leu Ser 
175 

Thr He He Tyr 
190 ■ 

Arg Ala Ser He 
205 

Glu Val Leu Ser 

Gin He Met Tyr 

240 

Glu Ser Leu Pro 
255 

He Glu Ser Gly 
270 

Lys Cys Leu He 

285 

Thr Phe Leu Glu 

Val Ser Ser Ala 

320 

Leu Asn He Pro 

335 

Ser Gin Leu His 
350 

Pro Ala Pro Gin 
365 

Tyr Phe Met Lys 



< 
« 

5 



370 

Leu His His Cys Pro 
385 

Ser Gin Arg Ala Ala 

405 

Ala lie lie Asn Pro 

420 

Pro Gly lie Ala Gin 
435 

Asn Gin Met Thr Glu 
450 

Ser Arg Asp Leu lie 
465 

Pro Thr Arg Thr Ser 

485 

Gin Gly Glu Glu Phe 

500 

Lys Gin Met Gly Leu 
515 

Ser Pro Ser Leu Asn 
530 



Gly Asn 


His 


Ser 


Trp 


390 










Phe 


Cys 


Asp 


His 


Lys 










410 


Leu 


Ser 


Thr 


Ala 


Gly 








425 




Gin 


Trp 


lie 


Gin 


Ser 






440 






Ala 


Cys 


Leu 


Asn 


Gin 




455 








Met 


Lys 


Glu 


Asp 


Tyr 


470 










Lys 


Val 


Arg 


Gin 


Leu 










490 


Ala 


Lys 


Val 


He 


Val 








505 




Gin 


Pro 


Tyr 


Pro 


Glu 






520 






Leu 


Leu 


Gin 


Asn 


Lys 



535 



380 

Asp Ser Thr He Ser Gly 
395 400 
Thr He Pro Cys Ser Ser 

415 

Asn Ser Glu Arg Leu Gin 

430 

Lys Arg Glu Asp He Val 
445 

Ser Leu Asp Ala Leu Leu 
460 

Glu Leu Val Ser Thr Lys 
475 480 
Leu Asp Thr Thr Asp He 

495 

Gin Lys Leu Lys Asp Asn 

510 

He Leu Val Val Ser Arg 
525 

Ser Met 
540 



<210> 3 

<211> 1620 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atgaacgggg aggccatctg cagcgccctg cccaccattc cctaccacaa actcgccgac 60 

ctgcgctacc tgagccgcgg cgcctctggc actgtgtcgt ccgcccgcca cgcagactgg 120 

cgcgtccagg tggccgtgaa gcacctgcac atccacactc cgctgctcga cagtgaaaga 180 

aaggatgtct taagagaagc tgaaatttta cacaaagcta gatttagtta cattcttcca 240 

attttgggaa tttgcaatga gcctgaattt ttgggaatag ttactgaata catgccaaat 3 00 

ggatcattaa atgaactcct acataggaaa actgaatatc ctgatgttgc ttggccattg 360 

agatttcgca tcctgcatga aattgccctt ggtgtaaatt acctgcacaa tatgactcct 420 

cctttacttc atcatgactt gaagactcag aatatcttat tggacaatga atttcatgtt 480 

aagattgcag attttggttt atcaaagtgg cgcatgatgt ccctctcaca gtcacgaagt 540 

agcaaatctg caccagaagg agggacaatt atctatatgc cacctgaaaa ctatgaacct 6 00 

ggacaaaaat caagggccag tatcaagcac gatatatata gctatgcagt tatcacatgg 660 

gaagtgttat ccagaaaaca gccttttgaa gatgtcacca atcctttgca gataatgtat 720 

agtgtgtcac aaggacatcg acctgttatt aatgaagaaa gtttgccata tgatatacct 780 

caccgagcac gtatgatctc tctaatagaa agtggatggg cacaaaatcc agatgaaaga 840 

ccatctttct taaaatgttt aatagaactt gaaccagttt tgagaacatt tgaagagata 900 

acttttcttg aagctgttat tcagctaaag aaaacaaagt tacagagtgt ttcaagtgcc 960 

attcacctat gtgacaagaa gaaaatggaa ttatctctga acatacctgt aaatcatggt 1020 

ccacaagagg aatcatgtgg atcctctcag ctccatgaaa atagtggttc tcctgaaact 1080 

tcaaggtccc tgccagctcc tcaagacaat gattttttat ctagaaaagc tcaagactgt 1140 

tattttatga agctgcatca ctgtcctgga aatcacagtt gggatagcac catttctgga 1200 

tctcaaaggg ctgcattctg tgatcacaag accattccat gctcttcagc aataataaat 1260 

ccactctcaa ctgcaggaaa ctcagaacgt ctgcagcctg gtatagccca gcagtggatc 1320 

cagagcaaaa gggaagacat tgtgaaccaa atgacagaag cctgccttaa ccagtcgcta 1380 

gatgcccttc tgtccaggga cttgatcatg aaagaggact atgaacttgt tagtaccaag 1440 

cctacaagga cctcaaaagt cagacaatta ctagacacta ctgacatcca aggagaagaa 1500 

tttgccaaag ttatagtaca aaaattgaaa gataacaaac aaatgggtct tcagccttac 1560 

ccggaaatac ttgtggtttc tagatcacca tctttaaatt tacttcaaaa taaaagcatg 1620 



<210> 4 



<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Met 


Asn 


Gly Glu Ala 


He 


Cys 


Ser 


Ala 


Leu 


Pro 


Thr 


He 


Pro 


Tyr 


His 


l 






5 










10 










15 




Lys 


Leu 


Ala Asp Leu Arg Tyr 


Leu 


Ser 


Arg 


Gly Ala 


Ser 


Gly 


Thr 


Val 








20 








25 










30 






Ser 


Ser 


Ala Arg His Ala Asp Trp Arg Val 


Gin 


Val 


Ala 


Val 


Lys 


His 






35 








40 










45 








Leu 


His 


He 


His Thr 


Pro 


Leu Leu Asp 


Ser 


Glu 


Arg 


Lys 


Asp 


Val 


Leu 




50 








55 










60 










Arg 


Glu 


Ala 


Glu He 


Leu 


His 


Lys Ala Arg 


Phe 


Ser 


Tyr 


He 


Leu 


Pro 


65 








70 










75 










80 


lie 


Leu 


Gly 


He Cys 


Asn 


Glu 


Pro 


Glu 


Phe 


Leu Gly 


He 


Val 


Thr 


Glu 








85 










90 










95 




Tyr 


Met 


Pro Asn Gly Ser 


Leu 


Asn 


Glu 


Leu 


Leu 


His 


Arg 


Lys 


Thr 


Glu 








100 








105 










110 






Tyr 


Pro 


Asp Val Ala Trp 


Pro 


Leu Arg 


Phe 


Arg 


He 


Leu 


His 


Glu 


He 






115 








120 










125 








Ala 


Leu 


Gly Val Asn Tyr 


Leu 


His 


Asn 


Met 


Thr 


Pro 


Pro 


Leu 


Leu 


His 




130 








135 










140 










His 


Asp 


Leu 


Lys Thr 


Gin 


Asn 


He 


Leu 


Leu 


Asp 


Asn 


Glu 


Phe 


His 


Val 


145 








150 










155 










160 


Lys 


He 


Ala Asp Phe Gly Leu 


Ser 


Lys 


Trp 


Arg Met 


Met 


Ser 


Leu 


Ser 








165 










170 










175 




Gin 


Ser 


Arg 


Ser Ser 


Lys 


Ser 


Ala 


Pro 


Glu 


Gly Gly 


Thr 


He 


He 


Tyr 








180 








185 










190 






Met 


Pro 


Pro 


Glu Asn 


Tyr 


Glu 


Pro 


Gly Gin 


Lys 


Ser 


Arg 


Ala 


Ser 


He 






195 








200 










205 








Lys 


His 
210 


Asp 


He Tyr 


Ser 


Tyr 
215 


Ala 


Val 


He 


Thr 


Trp 
220 


Glu 


Val 


Leu 


Ser 


Arg 


Lys 


Gin 


Pro Phe Glu Asp Val 


Thr 


Asn 


Pro 


Leu 


Gin 


lie 


Met 


III* ■ -in 

Tyr 


225 








230 










235 










240 


Ser 


Val 


Ser 


Gin Gly His 


Arg 


Pro 


Val 


He 


Asn 


Glu 


Glu 


Ser 


Leu 


Pro 








245 










250 










255 




Tyr 


Asp 


He 


Pro His 
260 


Arg 


Ala 


Arg 


Met 
265 


He 


Ser 


Leu 


He 


Glu 

£ / \J 


Ser 


Gly 


Trp 


Ala 


Gin 


Asn Pro Asp 


Glu 


Arg 


Pro 


Ser 


Phe 


Leu 


Lys 


Cys 


Leu 


He 






275 








280 










285 








Glu 


Leu 


Glu 


Pro Val 


Leu Arg 


Thr 


Phe 


Glu 


Glu 


He 












290 








295 










300 










<210> 5 




























<211> 131 


























<212> PRT 


























<213> Homo sapiens 
























<400> 5 




























Thr 


Phe 


Leu 


Glu Ala 


Val 


He 


Gin 


Leu 


Lys 


Lys 


Thr 


Lys 


Leu 


Gin 


Ser 


1 






5 










10 










15 




Val 


Ser 


Ser 


Ala He 


His 


Leu Cys Asp 


Lys 


Lys 


Lys 


Met 


Glu 


Leu 


Ser 








20 








25 










30 






Leu 


Asn 


He 


Pro Val 


Asn 


His 


Gly Pro 


Gin 


Glu 


Glu 


Ser 


Cys 


Gly 


Ser 






35 








40 










45 








Ser 


Gin 


Leu 


His Glu 


Asn 


Ser 


Gly 


Ser 


Pro 


Glu 


Thr 


Ser 


Arg 


Ser 


Leu 



7 



50 55 60 



Pro Ala 


Pro Gin Asp Asn Asp 


Phe 


Leu 


Ser 


Arg 


Lys 


Ala 


Gin 


Asp 


Cys 


65 








70 










75 










80 


Tyr Phe 


Met 


Lys 


Leu 


His 


His 


Cys 


Pro 


Gly Asn His 


Ser 


Trp 


Asp 


Ser 








85 










90 










95 




Tnr lie 


Ser Gly Ser Gin Arg 


Ala 


TV T — 

Ala 


Phe 


Cys 


Asp 


His 


Lys 


Thr 


He 






100 










105 










110 






Pro Cys 


Ser 


Ser 


Ala 


He 


He 


Asn 


Pro 


-Leu 


ber 


inr 


Ala 


Gly 


Asn 


Ser 




115 










120 










125 








Glu Arg 


Leu 




























130 






























<210> 6 






























<211> 109 




























<212> PRT 




























<213> Homo sapiens 
























<400> 6 






























Gin Pro 


Gly 


He 


Ala 


Gin 


Gin 


Trp 


He 


Gin 


Ser 


Lys 


Arg 


Glu 


Asp 


He 


1 






5 










10 










15 




Val Asn 


Gin 


Met 


Thr 


Glu 


Ala 


Cys 


Leu 


Asn 


Gin 


Ser 


Leu 


Asp 


Ala 


Leu 






20 










25 










30 






Leu Ser 


Arg 


Asp 


Leu 


He 


Met 


Lys 


Glu Asp 


Tyr 


Glu 


Leu 


Val 


Ser 


Thr 




35 










40 










45 








Lys Pro 


Thr 


Arg 


Thr 


Ser 


Lys 


Val 


Arg 


Gin 


Leu 


Leu 


Asp 


Thr 


Thr 


Asp 


50 










55 










60 










He Gin 


Gly 


Glu 


Glu 


Phe 


Ala 


Lys 


Val 


He 


Val 


Gin 


Lys 


Leu 


Lys 


Asp 


65 








70 










75 










80 


Asn Lys 


Gin 


Met 


Gly Leu Gin 


Pro 


Tyr 


Pro 


Glu 


He 


Leu 


Val 


Val 


Ser 








85 










90 










95 




Arg Ser 


Pro 


Ser 


Leu 


Asn 


Leu 


Leu 


Gin 


Asn 


Lys 


Ser 


Met 









100 105 



<210> 7 

<211> 3382 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (245) . . . (3103) 
<400> 7 

tttttatggg aatcgcagct tggaagagac agarcaattc cagaawtaaa ttgraattga 60 
agatttaacc aatgttgttt taaaatattc taacttcaaa gaatgatgcc agaacttwaa 120 
aagggrctgc gcagagtagc aggggccctg gagggcgcgg cctgaatcct gattgccctt 18 0 
ctgctgagag gacacacgca gctgaagatg aatttgggaa aagtagccgc ttgctacttt 240 
aact atg gaa gag cag ggc cac agt gag atg gaa ata ate cca tea gag 289 
Met Glu Glu Gin Gly His Ser Glu Met Glu He He Pro Ser Glu 
15 10 15 

tct cac ccc cac att caa tta ctg aaa age aat egg gaa ctt ctg gtc 337 
Ser His Pro His He Gin Leu Leu Lys Ser Asn Arg Glu Leu Leu Val 

20 25 30 



act cac ate cgc aat act cag tgt ctg gtg gac aac ttg ctg aag aat 
Thr His He Arg Asn Thr Gin Cys Leu Val Asp Asn Leu Leu Lys Asn 



385 



8 



35 40 45 

gac tac ttc teg gec gaa gat gcg gag att gtg tgt gec tgc ccc acc 
Asp Tyr Phe Ser Ala Glu Asp Ala Glu lie Val Cys Ala Cys Pro Thr 
50 55 60 

cag cct gac aag gtc cgc aaa att ctg gac ctg gta cag age aag ggc 
Gin Pro Asp Lys Val Arg Lys lie Leu Asp Leu Val Gin Ser Lys Gly 
65 70 75 

gag gag gtg tec gag ttc ttc etc tac ttg etc cag caa etc gca gat 
Glu Glu Val Ser Glu Phe Phe Leu Tyr Leu Leu Gin Gin Leu Ala Asp 
80 85 90 95 

gec tac gtg gac etc agg cct tgg ctg ctg gag ate ggc ttc tec cct 
Ala Tyr Val Asp Leu Arg Pro Trp Leu Leu Glu lie Gly Phe Ser Pro 

100 105 " 110 

tec ctg etc act cag age aaa gtc gtg gtc aac act gac cca gtg age 
Ser Leu Leu Thr Gin Ser Lys Val Val Val Asn Thr Asp Pro Val Ser 

115 120 125 

agg tat acc cag cag ctg cga cac cat ctg ggc cgt gac tec aag ttc 
Arg Tyr Thr Gin Gin Leu Arg His His Leu Gly Arg Asp Ser Lys Phe 
130 135 140 

gtg ctg tgc tat gee cag aag gag gag ctg ctg ctg gag gag ate tac 
Val Leu Cys Tyr Ala Gin Lys Glu Glu Leu Leu Leu Glu Glu lie Tyr 
145 150 155 

atg gac acc ate atg gag ctg gtt ggc ttc age aat gag age ctg ggc 
Met Asp Thr lie Met Glu Leu Val Gly Phe Ser Asn Glu Ser Leu Gly 
160 165 170 175 

age ctg aac age ctg gee tgc etc ctg gac cac acc acc ggc ate etc 
Ser Leu Asn Ser Leu Ala Cys Leu Leu Asp His Thr Thr Gly lie Leu 

180 185 190 

aat gag cag ggt gag acc ate ttc ate ctg ggt gat get ggg gtg ggc 
Asn Glu Gin Gly Glu Thr lie Phe lie Leu Gly Asp Ala Gly Val Gly 

195 200 205 

aag tec atg ctg eta cag egg ctg cag age etc tgg gec acg ggc egg 
Lys Ser Met Leu Leu Gin Arg Leu Gin Ser Leu Trp Ala Thr Gly Arg 
210 215 220 

eta gac gca ggg gtc aaa ttc ttc ttc cac ttt cgc tgc cgc atg ttc 
Leu Asp Ala Gly Val Lys Phe Phe Phe His Phe Arg Cys Arg Met Phe 
225 230 235 

age tgc ttc aag gaa agt gac agg ctg tgt ctg cag gac ctg etc ttc 
Ser Cys Phe Lys Glu Ser Asp Arg Leu Cys Leu Gin Asp Leu Leu Phe 
240 245 250 255 



aag cac tac tgc tac cca gag egg gac ccc gag gag gtg ttt gec ttc 
Lys His Tyr Cys Tyr Pro Glu Arg Asp Pro Glu Glu Val Phe Ala Phe 

260 265 270 



ctg ctg cgc 
Leu Leu Arg 



gag ctg cac 
Glu Leu His 
290 

ccc tgg gag 
Pro Trp Glu 
305 

ggg aag ctg 
Gly Lys Leu 
320 

ate gag gtc 
He Glu Val 



ttc tec ccc 
Phe Ser Pro 

a a 

— ' 

*"< * 

O egg gee ctg 

||1 Arg Ala Leu 

lf\ 370 

v.-: : 

^ etc tgc age 

jr ;: " Leu Cys Ser 



tgc ttc cag 

H ! Cys Phe Gin 

FU 400 

C : 

s :-! 

PI gac tgc acg 

=s; Asp Cys Thr 

cat ctg aac 
His Leu Asn 



age cca gtg 
Ser Pro Val 
450 

ggg cag gtg 
Gly Gin Val 
465 

cag gag gag 
Gin Glu Glu 
480 



ttc ccc cac gtg gec 
Phe Pro His Val Ala 
275 

teg gac ttg gac ctg 
Ser Asp Leu Asp Leu 

295 

cct gee cac ccc ctg 
Pro Ala His Pro Leu 

310 

etc aag ggg get age 
Leu Lys Gly Ala Ser 
325 

ccg cgc cag ttc ctg 
Pro Arg Gin Phe Leu 
340 

age cac ctg cgc gee 
Ser His Leu Arg Ala 
355 

cag gac cgc ctg ctg 
Gin Asp Arg Leu Leu 

375 

ctg tgc tct gtg ccc 
Leu Cys Ser Val Pro 

390 

cac ttc cgt get gee 
His Phe Arg Ala Ala 
405 

atg acc ctg aca gat 
Met Thr Leu Thr Asp 
420 

agg atg cag ccc age 
Arg Met Gin Pro Ser 
435 

gag acc etc cac gee 
Glu Thr Leu His Ala 

455 

gee cac egg ggc atg 
Ala His Arg Gly Met 

470 

gtg cag gee tec ggg 
Val Gin Ala Ser Gly 
485 
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etc ttc acc ttc gat 
Leu Phe Thr Phe Asp 
280 

age cgc gtg cct gac 
Ser Arg Val Pro Asp 

300 

gtc ttg ctg gee aac 
Val Leu Leu Ala Asn 

315 

aag ctg etc aca gee 
Lys Leu Leu Thr Ala 
330 

egg aag aag gtg ctt 
Arg Lys Lys Val Leu 
345 

tat gee agg agg atg 
Tyr Ala Arg Arg Met 
360 

age cag ctg gag gee 
Ser Gin Leu Glu Ala 

380 

etc ttc tgc tgg ate 
Leu Phe Cys Trp He 

395 

ttt gaa ggc tea cca 
Phe Glu Gly Ser Pro 
410 

gtc ttc etc ctg gtc 
Val Phe Leu Leu Val 
425 

age ctg gtg cag egg 
Ser Leu Val Gin Arg 
440 

ggc egg gac act ctg 
Gly Arg Asp Thr Leu 

460 

gag aag age etc ttt 
Glu Lys Ser Leu Phe 

475 

ctg cag gag aga gac 
Leu Gin Glu Arg Asp 
490 



ggc ctg gac 1105 

Gly Leu Asp 

285 

age tec tgc 1153 
Ser Ser Cys 



ctg etc agt 1201 
Leu Leu Ser 



cgc aca ggc 1249 
Arg Thr Gly 
335 

etc egg ggc 12 97 

Leu Arg Gly 
350 

ttc ccc gag 134 5 

Phe Pro Glu 

365 

aac ccc aac 1393 
Asn Pro Asn 



ate ttc egg 1441 
He Phe Arg 



cag ctg ccc 1489 
Gin Leu Pro 
415 

act gag gtc 1537 
Thr Glu Val 
430 

aac aca cgc 1585 

Asn Thr Arg 

445 

tgc teg ctg 1633 
Cys Ser Leu 



gtc ttc acc 1681 
Val Phe Thr 



atg cag ctg 1729 
Met Gin Leu 

495 
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ggc ttc ctg egg get ttg ccg gag ctg ggc ccc ggg ggt gac cag cag 
Gly Phe Leu Arg Ala Leu Pro Glu Leu Gly Pro Gly Gly Asp Gin Gin 

500 505 510 

tec tat gag ttt ttc cac etc acc etc cag gee ttc ttt aca gee ttc 
Ser Tyr Glu Phe Phe His Leu Thr Leu Gin Ala Phe Phe Thr Ala Phe 

515 520 525 

ttc etc gtg ctg gac gac agg gtg ggc act cag gag ctg etc agg ttc 
Phe Leu Val Leu Asp Asp Arg Val Gly Thr Gin Glu Leu Leu Arg Phe 
530 535 540 

ttc cag gag tgg atg ccc cct gcg ggg gca gcg acc acg tec tgc tat 
Phe Gin Glu Trp Met Pro Pro Ala Gly Ala Ala Thr Thr Ser Cys Tyr 
545 550 555 

cct ccc ttc etc ccg ttc cag tgc ctg cag ggcagt ggt ccg gcg egg 
Pro Pro Phe Leu Pro Phe Gin Cys Leu Gin Gly Ser Gly Pro Ala Arg 
560 565 570 575 

gaa gac etc ttc aag aac aag gat cac ttc cag ttc acc aac etc ttc 
Glu Asp Leu Phe Lys Asn Lys Asp His Phe Gin Phe Thr Asn Leu Phe 

580 585 590 

ctg tgc ggg ctg ttg tec aaa gee aaa cag aaa etc ctg egg cat ctg 
Leu Cys Gly Leu Leu Ser Lys Ala Lys Gin Lys Leu Leu Arg His Leu 

595 600 605 

gtg ccc gcg gca gec ctg agg aga aag cgc aag gee ctg tgg gca cac 
Val Pro Ala Ala Ala Leu Arg Arg Lys Arg Lys Ala Leu Trp Ala His 
610 615 620 

ctg ttt tec age ctg egg ggc tac ctg aag age ctg ccc cgc gtt cag 
Leu Phe Ser Ser Leu Arg Gly Tyr Leu Lys Ser Leu Pro Arg Val Gin 
625 630 635 

gtc gaa age ttc aac cag gtg cag gec atg ccc acg ttc ate tgg atg 
Val Glu Ser Phe Asn Gin Val Gin Ala Met Pro Thr Phe lie Trp Met 
640 645 650 655 

ctg cgc tgc ate tac gag aca cag age cag aag gtg ggg cag ctg gcg 
Leu Arg Cys lie Tyr Glu Thr Gin Ser Gin Lys Val Gly Gin Leu Ala 

660 * 665 670 

gec agg ggc ate tgc gec aac tac etc aag ctg acc tac tgc aac gec 
Ala Arg Gly lie Cys Ala Asn Tyr Leu Lys Leu Thr Tyr Cys Asn Ala 

675 680 685 

tgc teg gec gac tgc age gec etc tec ttc gtc ctg cat cac ttc ccc 
Cys Ser Ala Asp Cys Ser Ala Leu Ser Phe Val Leu His His Phe Pro 
690 695 700 

aag egg ctg gee eta gac eta gac aac aac aat etc aac gac tac ggc 
Lys Arg Leu Ala Leu Asp Leu Asp Asn Asn Asn Leu Asn Asp Tyr Gly 

705 710 715 



gtg egg gag ctg cag ccc tgc ttc age cgc etc act gtt etc aga etc 
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Val Arg Glu Leu Gin Pro Cys Phe Ser Arg Leu Thr Val Leu Arg Leu 
720 725 730 735 

age gta aac cag ate act gac ggt ggg gta aag gtg eta age gaa gag 2497 
Ser Val Asn Gin lie Thr Asp Gly Gly Val Lys Val Leu Ser Glu Glu 

740 745 750 

ctg acc aaa tac aaa att gtg acc tat ttg ggt tta tac aac aac cag 2545 
Leu Thr Lys Tyr Lys lie Val Thr Tyr Leu Gly Leu Tyr Asn Asn Gin 

755 760 765 

ate acc gat gtc gga gee agg tac gtc acc aaa ate ctg gat gaa tgc 2593 
lie Thr Asp Val Gly Ala Arg Tyr Val Thr Lys lie Leu Asp Glu Cys 
770 775 780 

aaa ggc etc acg cat ctt aaa ctg gga aaa aac aaa ata aca agt gaa 2641 
Lys Gly Leu Thr His Leu Lys Leu Gly Lys Asn"~Lys lie Thr Ser Glu 
785 790 795 

99* 999 aag tat etc gee ctg get gtg aag aac age aaa tea ate tct 2689 
Gly Gly Lys Tyr Leu Ala Leu Ala Val Lys Asn Ser Lys Ser lie Ser 
800 805 810 815 

gag gtt ggg atg tgg ggc aat caa gtt ggg gat gaa gga gca aaa gec 2737 
Glu Val Gly Met Trp Gly Asn Gin Val Gly Asp Glu Gly Ala Lys Ala 

820 825 830 

ttc gca gag get ctg egg aac cac ccc age ttg acc acc ctg agt ctt 2785 

Phe Ala Glu Ala Leu Arg Asn His Pro Ser Leu Thr Thr Leu Ser Leu 

835 840 845 

s : : 

»>■ " t 
h m 

gcg tec aac ggc ate tec aca gaa gga gga aag age ctt gcg agg gee 2833 
l_ Ala Ser Asn Gly lie Ser Thr Glu Gly Gly Lys Ser Leu Ala Arg Ala 

O 850 855 860 

*■ r- 
r* 

fy ctg cag cag aac acg tct eta gaa ata ctg tgg ctg acc caa aat gaa 2881 

fjj Leu Gin Gin Asn Thr Ser Leu Glu lie Leu Trp Leu Thr Gin Asn Glu 

S 865 870 875 



etc aac gat gaa gtg gca gag agt ttg gca gaa atg ttg aaa gtc aac 2 929 

Leu Asn Asp Glu Val Ala Glu Ser Leu Ala Glu Met Leu Lys Val Asn 
880 885 890 895 

cag acg tta aag cat tta tgg ctt ate cag aat cag ate aca get aag 2977 
Gin Thr Leu Lys His Leu Trp Leu lie Gin Asn Gin lie Thr Ala Lys 

900 905 910 

ggg act gee cag ctg gca gat gcg tta cag age aac act ggc ata aca 3 025 
Gly Thr Ala Gin Leu Ala Asp Ala Leu Gin Ser Asn Thr Gly lie Thr 

915 920 925 

gag att tgc eta aat gga aac ctg ata aaa cca gag gag gee aaa gtc 3 073 

Glu lie Cys Leu Asn Gly Asn Leu lie Lys Pro Glu Glu Ala Lys Val 
930 935 940 

tat gaa gat gag aag egg att ate tgt ttc tgagaggatg ctttcctgtt 3123 
Tyr Glu Asp Glu Lys Arg lie lie Cys Phe 
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945 950 

catggggttt ttgccctgga gcctcagcag caaatgccac tctgggcagt cttttgtgtc 3183 

agtgtcttaa aggggcctgc gcaggcggga ctatcaggag tccactgcct ycatgatgca 3243 

agccagcttc ctgtgcagaa ggtctggtcg gcaaactccc taagtacccg ctacaattct 3 303 

gcagaaaaag aatgtgtctt gcgagctgtt gtagttacag taaatacact gtgaagagaa 3363 

aaaaaaaacg gacgcgtgg 3382 

<210> 8 

<211> 953 

<212> PRT 

<213> Homo sapiens 



<400> 8 



Met 


Glu 


Glu 


Gin 


Gly 


His 


Ser 


Glu 


Met 


Glu 


He 


He 


Pro 


Ser 


Glu 


Ser 


1 








5 










10 










15 




His 


Pro 


His 


He 


Gin 


Leu 


Leu 


Lys 


Ser 


Asn 


Argr Glu 


Leu 


Leu 


Val 


Thr 








20 










25 










30 






His 


He 


Arg 


Asn 


Thr 


Gin 


Cys 


Leu 


Val 


Asp 


Asn 


Leu 


Leu 


Lys 


Asn 


Asp 






35 










40 










45 








Tyr 


Phe 


Ser 


Ala 


Glu 


Asp 


Ala 


Glu 


He 


Val 


Cys 


Ala 


Cys 


Pro 


Thr 


Gin 




50 










55 










60 










Pro 


Asp 


Lys 


Val 


Arg 


Lys 


He 


Leu 


Asp 


Leu 


Val 


Gin 


Ser 


Lys 


Gly 


Glu 


65 










70 










75 










80 


Glu 


Val 


Ser 


Glu 


Phe 


Phe 


Leu 


Tyr 


Leu 


Leu 


Gin 


Gin 


Leu 


Ala 


Asp 


Ala 










85 










90 










95 




Tyr 


Val 


Asp 


Leu 


Arg 


Pro 


Trp 


Leu 


Leu 


Glu 


He 


Gly 


Phe 


Ser 


Pro 


Ser 








100 










105 










110 






Leu 


Leu 


Thr 


Gin 


Ser 


Lys 


Val 


Val 


Val 


Asn 


Thr 


Asp 


Pro 


Val 


Ser 


Arg 






115 










120 










125 








Tyr 


Thr 


Gin 


Gin 


Leu 


Arg 


His 


His 


Leu 


Gly 


Arg 


Asp 


Ser 


Lys 


Phe 


Val 




130 










135 










140 










Leu 


Cys 


Tyr 


Ala 


Gin 


Lys 


Glu 


Glu 


Leu 


Leu 


Leu 


Glu 


Glu 


He 


Tyr 


Met 


145 










150 










155 










160 


Asp 


Thr 


He 


Met 


Glu 


Leu 


Val 


Gly 


Phe 


Ser 


Asn 


Glu 


Ser 


Leu 


Gly 


Ser 










165 










170 










175 




Leu 


Asn 


Ser 


Leu 


Ala 


Cys 


Leu 


Leu 


Asp 


His 


Thr 


Thr 


Gly 


He 


Leu 


Asn 








180 










185 










190 






Glu 


Gin 


Gly 


Glu 


Thr 


He 


Phe 


He 


Leu 


Gly 


Asp 


Ala 


Gly 


Val 


Gly 


Lys 






195 










200 










205 








Ser 


Met 


Leu 


Leu 


Gin 


Arg 


Leu 


Gin 


Ser 


Leu 


Trp 


Ala 


Thr 


Gly 


Arg 


Leu 




210 










215 










220 










Asp 


Ala 


Gly 


Val 


Lys 


Phe 


Phe 


Phe 


His 


Phe 


Arg 


Cys 


Arg 


Met 


Phe 


Ser 


225 










230 










235 










240 


Cys 


Phe 


Lys 


Glu 


Ser 


Asp 


Arg 


Leu 


Cys 


Leu 


Gin 


Asp 


Leu 


Leu 


Phe 


Lys 










245 










250 










255 




His 


Tyr 


Cys 


Tyr 


Pro 


Glu 


Arg 


Asp 


Pro 


Glu 


Glu 


Val 


Phe 


Ala 


Phe 


Leu 








260 










265 










270 






Leu 


Arg 


Phe 


Pro 


His 


Val 


Ala 


Leu 


Phe 


Thr 


Phe 


Asp 


Gly 


Leu 


Asp 


Glu 






275 










280 










285 








Leu 


His 


Ser 


Asp 


Leu 


Asp 


Leu 


Ser 


Arg 


Val 


Pro 


Asp 


Ser 


Ser 


Cys 


Pro 




290 










295 










300 










Trp 


Glu 


Pro 


Ala 


His 


Pro 


Leu 


Val 


Leu 


Leu 


Ala 


Asn 


Leu 


Leu 


Ser 


Gly 


305 










310 










315 










320 


Lys 


Leu 


Leu 


Lys 


Gly 


Ala 


Ser 


Lys 


Leu 


Leu 


Thr 


Ala 


Arg 


Thr 


Gly 


He 










325 










330 










335 




Glu 


Val 


Pro 


Arg 


Gin 


Phe 


Leu 


Arg 


Lys 


Lys 


Val 


Leu 


Leu 


Arg 


Gly 


Phe 
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340 345 350 

Ser Pro Ser His Leu Arg Ala Tyr Ala Arg Arg Met Phe Pro Glu Arg 

355 360 365 

Ala Leu Gin Asp Arg Leu Leu Ser Gin Leu Glu Ala Asn Pro Asn Leu 

370 375 380 

Cys Ser Leu Cys Ser Val Pro Leu Phe Cys Trp lie lie Phe Arg Cys 
385 390 395 400 

Phe Gin His Phe Arg Ala Ala Phe Glu Gly Ser Pro Gin Leu Pro Asp 

405 410 415 

Cys Thr Met Thr Leu Thr Asp Val Phe Leu Leu Val Thr Glu Val His 

420 425 430 

Leu Asn Arg Met Gin Pro Ser Ser Leu Val Gin Arg Asn Thr Arg Ser 

435 440 445 

Pro Val Glu Thr Leu His Ala Gly Arg Asp Thr Leu Cys Ser Leu Gly 

450 455 460 

Gin Val Ala His Arg Gly Met Glu Lys Ser Leu Phe Val Phe Thr Gin 
465 470 475~ 480 

Glu Glu Val Gin Ala Ser Gly Leu Gin Glu Arg Asp Met Gin Leu Gly 

485 490 495 

Phe Leu Arg Ala Leu Pro Glu Leu Gly Pro Gly Gly Asp Gin Gin Ser 

500 505 510 

Tyr Glu Phe Phe His Leu Thr Leu Gin Ala Phe Phe Thr Ala Phe Phe 

515 520 525 

Leu Val Leu Asp Asp Arg Val Gly Thr Gin Glu Leu Leu Arg Phe Phe 

530 535 540 

Gin Glu Trp Met Pro Pro Ala Gly Ala Ala Thr Thr Ser Cys Tyr Pro 
545 550 555 560 

Pro Phe Leu Pro Phe Gin Cys Leu Gin Gly Ser Gly Pro Ala Arg Glu 

565 570 575 

Asp Leu Phe Lys Asn Lys Asp His Phe Gin Phe Thr Asn Leu Phe Leu 

580 585 590 

Cys Gly Leu Leu Ser Lys Ala Lys Gin Lys Leu Leu Arg His Leu Val 

595 600 605 

Pro Ala Ala Ala Leu Arg Arg Lys Arg Lys Ala Leu Trp Ala His Leu 

610 615 620 

Phe Ser Ser Leu Arg Gly Tyr Leu Lys Ser Leu Pro Arg Val Gin Val 
625 630 635 640 

Glu Ser Phe Asn Gin Val Gin Ala Met Pro Thr Phe lie Trp Met Leu 

645 650 655 

Arg Cys lie Tyr Glu Thr Gin Ser Gin Lys Val Gly Gin Leu Ala Ala 

660 665 670 

Arg Gly lie Cys Ala Asn Tyr Leu Lys Leu Thr Tyr Cys Asn Ala Cys 
675 680 685 

Ser Ala Asp Cys Ser Ala Leu Ser Phe Val Leu His His Phe Pro Lys 

690 695 700 

Arg Leu Ala Leu Asp Leu Asp Asn Asn Asn Leu Asn Asp Tyr Gly Val 
705 710 715 720 

Arg Glu Leu Gin Pro Cys Phe Ser Arg Leu Thr Val Leu Arg Leu Ser 

725 730 735 

Val Asn Gin lie Thr Asp Gly Gly Val Lys Val Leu Ser Glu Glu Leu 

740 745 750 

Thr Lys Tyr Lys lie Val Thr Tyr Leu Gly Leu Tyr Asn Asn Gin lie 

755 760 765 

Thr Asp Val Gly Ala Arg Tyr Val Thr Lys lie Leu Asp Glu Cys Lys 

770 775 780 

Gly Leu Thr His Leu Lys Leu Gly Lys Asn Lys lie Thr Ser Glu Gly 
785 790 795 800 
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Gly 


Lys 


Tyr 


Leu 


Ala 
805 


Leu 


Ala 


Val 


Lys 


Asn 
810 


Ser 


Lys 


Ser 


He 


Ser 
815 


Glu 


Val 


Gly 


Met 


Trp 
820 


Gly 


Asn 


Gin 


Val 


Gly 
825 


Asp 


Glu 


Gly 


Ala 


Lys 
830 


Ala 


Phe 


Ala 


Glu 


Ala 
835 


Leu 


Arg 


Asn 


His 


Pro 
840 


Ser 


Leu 


Thr 


Thr 


Leu 
845 


Ser 


Leu 


Ala 


Ser 


Asn 
850 


Gly 


lie 


Ser 


Thr 


Glu 
855 


Gly 


Gly 


Lys 


Ser 


Leu 
860 


Ala 


Arg 


Ala 


Leu 


Gin 


Gin 


Asn 


Thr 


Ser 


Leu 


Glu 


He 


Leu 


Trp 


Leu 


Thr 


Gin 


Asn 


Glu 


Leu 


865 










870 










875 










880 


Asn 


Asp 


Glu 


Val 


Ala 
885 


Glu 


Ser 


Leu 


Ala 


Glu 
890 


Met 


Leu 


Lys 


Val 


Asn 
895 


Gin 


Thr 


Leu 


Lys 


His 
900 


Leu 


Trp 


Leu 


He 


Gin 
905 


Asn 


Gin 


He 


Thr 


Ala 
910 


Lys 


Gly 


Thr 


Ala 


Gin 
915 


Leu 


Ala 


Asp 


Ala 


Leu 
920 


Gin 


Ser 


Asn 


Thr 


Gly 
925 


He 


Thr 


Glu 


He 


Cys 
930 


Leu 


Asn 


Gly 


Asn 


Leu 
935 


He 


Lys 


Pro 


Glu" 


Glu 
940 


Ala 


Lys 


Val 


Tyr 


Glu 


Asp 


Glu 


Lys 


Arg 


He 


He 


Cys 


Phe 

















945 950 



<210> 9 

<211> 2859 

<212> DNA 

<213> Homo sapiens 

<400> 9 

atggaagagc agggccacag tgagatggaa ataatcccat cagagtctca cccccacatt 60 

caattactga aaagcaatcg ggaacttctg gtcactcaca tccgcaatac tcagtgtctg 120 

gtggacaact tgctgaagaa tgactacttc tcggccgaag atgcggagat tgtgtgtgcc 180 

tgccccaccc agcctgacaa ggtccgcaaa attctggacc tggtacagag caagggcgag 240 

gaggtgtccg agttcttcct ctacttgctc cagcaactcg cagatgccta cgtggacctc 300 

aggccttggc tgctggagat cggcttctcc ccttccctgc tcactcagag caaagtcgtg 360 

gtcaacactg acccagtgag caggtatacc cagcagctgc gacaccatct gggccgtgac 420 

tccaagttcg tgctgtgcta tgcccagaag gaggagctgc tgctggagga gatctacatg 480 

gacaccatca tggagctggt tggcttcagc aatgagagcc tgggcagcct gaacagcctg 540 

gcctgcctcc tggaccacac caccggcatc ctcaatgagc agggtgagac catcttcatc 600 

ctgggtgatg ctggggtggg caagtccatg ctgctacagc ggctgcagag cctctgggcc 660 

acgggccggc tagacgcagg ggtcaaattc ttcttccact ttcgctgccg catgttcagc 720 

tgcttcaagg aaagtgacag gctgtgtctg caggacctgc tcttcaagca ctactgctac 780 

ccagagcggg accccgagga ggtgtttgcc ttcctgctgc gcttccccca cgtggccctc 840 

ttcaccttcg atggcctgga cgagctgcac tcggacttgg acctgagccg cgtgcctgac 900 

agctcctgcc cctgggagcc tgcccacccc ctggtcttgc tggccaacct gctcagtggg 960 

aagctgctca agggggctag caagctgctc acagcccgca caggcatcga ggtcccgcgc 1020 

cagttcctgc ggaagaaggt gcttctccgg ggcttctccc ccagccacct gcgcgcctat 1080 

gccaggagga tgttccccga gcgggccctg caggaccgcc tgctgagcca gctggaggcc 114 0 

aaccccaacc tctgcagcct gtgctctgtg cccctcttct gctggatcat cttccggtgc 1200 

ttccagcact tccgtgctgc ctttgaaggc tcaccacagc tgcccgactg cacgatgacc 1260 

ctgacagatg tcttcctcct ggtcactgag gtccatctga acaggatgca gcccagcagc 1320 

ctggtgcagc ggaacacacg cagcccagtg gagaccctcc acgccggccg ggacactctg 1380 

tgctcgctgg ggcaggtggc ccaccggggc atggagaaga gcctctttgt cttcacccag 1440 

gaggaggtgc aggcctccgg gctgcaggag agagacatgc agctgggctt cctgcgggct 1500 

ttgccggagc tgggccccgg gggtgaccag cagtcctatg agtttttcca cctcaccctc 1560 

caggccttct ttacagcctt cttcctcgtg ctggacgaca gggtgggcac tcaggagctg 1620 

ctcaggttct tccaggagtg gatgccccct gcgggggcag cgaccacgtc ctgctatcct 1680 

cccttcctcc cgttccagtg cctgcagggc agtggtccgg cgcgggaaga cctcttcaag 1740 

aacaaggatc acttccagtt caccaacctc ttcctgtgcg ggctgttgtc caaagccaaa 1800 
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cagaaactcc tgcggcatct ggtgcccgcg gcagccctga ggagaaagcg caaggccctg 
tgggcacacc tgttttccag cctgcggggc tacctgaaga gcctgccccg cgttcaggtc 
gaaagcttca accaggtgca ggccatgccc acgttcatct ggatgctgcg ctgcatctac 
gagacacaga gccagaaggt ggggcagctg gcggccaggg gcatctgcgc caactacctc 
aagctgacct actgcaacgc ctgctcggcc gactgcagcg ccctctcctt cgtcctgcat 
cacttcccca agcggctggc cctagaccta gacaacaaca atctcaacga ctacggcgtg 
cgggagctgc agccctgctt cagccgcctc actgttctca gactcagcgt aaaccagatc 
actgacggtg gggtaaaggt gctaagcgaa gagctgacca aatacaaaat tgtgacctat 
ttgggtttat acaacaacca gatcaccgat gtcggagcca ggtacgtcac caaaatcctg 
gatgaatgca aaggcctcac gcatcttaaa ctgggaaaaa acaaaataac aagtgaagga 
gggaagtatc tcgccctggc tgtgaagaac agcaaatcaa tctctgaggt tgggatgtgg 
ggcaatcaag ttggggatga aggagcaaaa gccttcgcag aggctctgcg gaaccacccc 
agcttgacca ccctgagtct tgcgtccaac ggcatctcca cagaaggagg aaagagcctt 
gcgagggccc tgcagcagaa cacgtctcta gaaatactgt ggctgaccca aaatgaactc 
aacgatgaag tggcagagag tttggcagaa atgttgaaag tcaaccagac gttaaagcat 
ttatggctta tccagaatca gatcacagct aaggggactg cccagctggc agatgcgtta 
cagagcaaca ctggcataac agagatttgc ctaaatggaa" acctgataaa accagaggag 
gccaaagtct atgaagatga gaagcggatt atctgtttc 

<210> 10 

<211> 100 

<212> PRT 

<213> Homo sapiens 

<400> 10 



Glu 


Ser 


His 


Pro 


His 


He 


Gin 


Leu 


Leu 


Lys 


Ser 


Asn Arg 


Glu 


Leu 


Leu 


1 








5 










10 










15 




Val 


Thr 


His 


lie 
20 


Arg 


Asn 


Thr 


Gin 


Cys 
25 


Leu 


Val 


Asp 


Asn 


Leu 
30 


Leu 


Lys 


Asn 


Asp 


Tyr 
35 


Phe 


Ser 


Ala 


Glu 


Asp 
40 


Ala 


Glu 


He 


Val 


Cys 
45 


Ala 


Cys 


Pro 


Thr 


Gin 


Pro 


Asp 


Lys 


Val 


Arg 


Lys 


He 


Leu Asp 


Leu 


Val 


Gin 


Ser 


Lys 




50 










55 










60 










Gly 


Glu 


Glu 


Val 


Ser 


Glu 


Phe 


Phe 


Leu 


Tyr 


Leu 


Leu 


Gin 


Gin 


Leu 


Ala 


65 










70 










75 










80 


Asp 


Ala 


Tyr 


Val 


Asp 


Leu Arg 


Pro 


Trp 


Leu 


Leu 


Glu 


He Gly Phe 


Ser 



85 90 95 



Pro Ser Leu Leu 

100 

<210> 11 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 11 



He 


Phe 


He 


Leu 


Gly 


Asp 


Ala 


Gly Val Gly Lys 


Ser Met 


Leu 


Leu 


Gin 


1 








5 






10 






15 




Arg 


Leu 


Gin 


Ser 


Leu 


Trp Ala 


Thr Gly Arg Leu Asp Ala Gly Val 


Lys 








20 








25 




30 






Phe 


Phe 


Phe 


His 


Phe 


Arg 


Cys 


Arg Met Phe Ser 


Cys Phe 


Lys 


Glu 


Ser 






35 










40 


45 








Asp 


Arg 


Leu 


Cys 


Leu 


Gin 


Asp 


Leu Leu Phe Lys 


His Tyr 


Cys 


Tyr 


Pro 




50 










55 




60 








Glu Arg Asp 


Pro 


Glu 


Glu 


Val 


Phe Ala Phe Leu 


Leu Arg 


Phe 


Pro 


His 


65 










70 




75 








80 


Val 


Ala 


Leu 


Phe 


Thr 


Phe 


Asp 


Gly Leu Asp Glu 


Leu His 


Ser 


Asp 


Leu 



16 



85 90 95 



Asp 


Leu 


Ser 


Arg 


Val 


Pro Asp 


Ser 


Ser 


Cys 


Pro 


Trp 


Glu 


Pro Ala His 








100 








105 










110 


Pro 


Leu 


Val 


Leu 


Leu 


Ala Asn 


Leu 


Leu 


Ser 


Gly Lys 


Leu 


Leu Lys Gly 






115 








120 










125 




Ala 


Ser 


Lys 


Leu 


Leu 


Thr Ala 


Arg 


Thr 


Gly 


He 


Glu 


Val 


Pro Arg Gin 




130 








135 










140 






Phe 


Leu 


Arg 


Lys 


Lys 


Val Leu Leu Arg Gly Phe 


Ser 


Pro 


Ser His Leu 


145 










150 








155 






160 


Arg 


Ala 


Tyr 


Ala 


Arg 


Arg Met 


Phe 


Pro 


Glu 


Arg 


Ala 


Leu Gin Asp Arg 










165 








170 








175 


Leu 


Leu 


Ser 


Gin 


Leu 


Glu Ala 


Asn 


Pro 


Asn 


Leu 


Cys 


Ser 


Leu Cys Ser 








180 








185 










190 


Val 


Pro 


Leu 


Phe 


Cys 


Trp lie 


He 















195 200 



<210> 12 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Gly Asp Ala Gly Val Gly Lys Ser 
1 5 

<210> 13 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Leu Phe Thr Phe Asp 
1 5 

<210> 14 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Ser Lys Leu Leu Thr Ala Arg Thr Gly He Glu Val 
15 10 

<210> 15 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Gly He Cys Ala Asn Tyr Leu Lys Leu Thr Tyr Cys Asn Ala Cys Ser 

15 10 15 

Ala Asp Cys Ser Ala Leu Ser Phe Val Leu His His 

20 25 

<210> 16 
<211> 26 
<212> PRT 



17 



<213> Homo sapiens 



<400> 16 

Phe Pro Lys Arg Leu Ala Leu Asp 

1 5 
Tyr Gly Val Arg Glu Leu Gin Pro 

20 



Leu Asp Asn Asn Asn Leu Asn Asp 

10 15 
Cys Phe 

25 



<210> 17 
<211> 27 
<212> PRT 
<213> Homo 



sapiens 



<400> 17 

Ser Arg Leu Thr Val Leu Arg Leu 

1 5 
Gly Val Lys Val Leu Ser Glu Glu 

20 



Ser Val Asn Gin lie Thr Asp Gly 

10 15 
Leu Thr Lys 
25 



<210> 18 
<211> 28 
<212> PRT 
<213> Homo 



sapiens 



<400> 18 

Tyr Lys lie Val Thr Tyr Leu Gly 

1 5 
Val Gly Ala Arg Tyr Val Thr Lys 

20 



Leu Tyr Asn Asn Gin lie Thr Asp 

10 15 
lie Leu Asp Glu 
25 



<210> 19 

<211> 28 

<212> PRT 

<213> Homo 



sapiens 



<400> 19 

Cys Lys Gly Leu Thr His Leu Lys 

1 5 
Glu Gly Gly Lys Tyr Leu Ala Leu 

20 



Leu Gly Lys Asn Lys lie Thr Ser 

10 15 
Ala Val Lys Asn 
25 



<210> 20 
<211> 28 
<212> PRT 
<213> Homo 



sapiens 



<400> 20 

Ser Lys Ser lie Ser Glu Val Gly Met Trp Gly Asn Gin Val Gly Asp 

15 10 15 

Glu Gly Ala Lys Ala Phe Ala Glu Ala Leu Arg Asn 

20 25 



<210> 21 

<211> 28 

<212> PRT 

<213> Homo 



sapiens 



18 



<400> 21 

His Pro Ser Leu Thr Thr Leu Ser Leu Ala Ser Asn Gly lie Ser Thr 

15 10 15 

Glu Gly Gly Lys Ser Leu Ala Arg Ala Leu Gin Gin 

20 25 



<210> 22 
<211> 28 
<212> PRT 
<213> Homo 



sapiens 



<400> 22 

Asn Thr Ser Leu Glu He Leu Trp Leu Thr Gin Asn Glu Leu Asn Asp 

15 10 15 

Glu Val Ala Glu Ser Leu Ala Glu Met Leu Lys Val 

20 25 

<210> 23 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Asn Gin Thr Leu Lys His Leu Trp Leu He Gin Asn Gin He Thr Ala 

15 10 15 

Lys Gly Thr Ala Gin Leu Ala Asp Ala Leu Gin Ser 

20 25 



<210> 24 
<211> 28 
<212> PRT 
<213> Homo 



sapiens 



<400> 24 

Asn Thr Gly He Thr Glu He Cys 

1 5 
Glu Glu Ala Lys Val Tyr Glu Asp 

20 



Leu Asn Gly Asn Leu He Lys Pro 

10 15 
Glu Lys Arg He 
25 



<210> 25 

<211> 3080 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1470) 



<400> 25 

cac gcg tec gac ttg ctg aag aat gac tac ttc teg gec gaa gat gcg 
His Ala Ser Asp Leu Leu Lys Asn Asp Tyr Phe Ser Ala Glu Asp Ala 
15 10 15 



gag att gtg tgt gec tgc ccc acc cag cct gac aag gtc cgc aaa att 
Glu He Val Cys Ala Cys Pro Thr Gin Pro Asp Lys Val Arg Lys He 

20 25 3 0 



19 



ctg gac ctg gta cag age aag ggc gag gag gtg tec gag ttc ttc etc 
Leu Asp Leu Val Gin Ser Lys Gly Glu Glu Val Ser Glu Phe Phe Leu 
35 40 45 

tac ttg etc cag caa etc gca gat gee tac gtg gac etc agg cct tgg 
Tyr Leu Leu Gin Gin Leu Ala Asp Ala Tyr Val Asp Leu Arg Pro Trp 
50 55 60 

ctg ctg gag ate ggc ttc tec cct tec ctg etc act cag age aaa gtc 
Leu Leu Glu He Gly Phe Ser Pro Ser Leu Leu Thr Gin Ser Lys Val 
65 70 75 80 

gtg gtc aac act gac cca gtg age agg tat ace cag cag ctg cga cac 
Val Val Asn Thr Asp Pro Val Ser Arg Tyr Thr Gin Gin Leu Arg His 

85 90 95 

cat ctg ggc cgt gac tec aag ttc gtg ctg tgc~ tat gee cag aag gag 
His Leu Gly Arg Asp Ser Lys Phe Val Leu Cys Tyr Ala Gin Lys Glu 

100 105 110 

gag ctg ctg ctg gag gag ate tac atg gac ace ate atg gag ctg gtt 
Glu Leu Leu Leu Glu Glu He Tyr Met Asp Thr He Met Glu Leu Val 
115 120 125 

ggc ttc age aat gag age ctg ggc age ctg aac age ctg gee tgc etc 
Gly Phe Ser Asn Glu Ser Leu Gly Ser Leu Asn Ser Leu Ala Cys Leu 
130 135 140 

ctg gac cac ace ace ggc ate etc aat gag cag ggt gag ace ate ttc 
Leu Asp His Thr Thr Gly He Leu Asn Glu Gin Gly Glu Thr He Phe 
1^5 150 155 160 

ate ctg ggt gat get ggg gtg ggc aag tec atg ctg eta cag egg ctg 
He Leu Gly Asp Ala Gly Val Gly Lys Ser Met Leu Leu Gin Arg Leu 

165 170 175 

cag age etc tgg gee acg ggc egg eta gac gca ggg gtc aaa ttc ttc 
Gin Ser Leu Trp Ala Thr Gly Arg Leu Asp Ala Gly Val Lys Phe Phe 

180 185 190 

ttc cac ttt cgc tgc cgc atg ttc age tgc ttc aag gaa agt gac agg 
Phe His Phe Arg Cys Arg Met Phe Ser Cys Phe Lys Glu Ser Asp Arg 
195 200 205 

ctg tgt ctg cag gac ctg etc ttc aag cac tac tgc tac cca gag egg 
Leu Cys Leu Gin Asp Leu Leu Phe Lys His Tyr Cys Tyr Pro Glu Arg 
210 215 220 

gac ccc gag gag gtg ttt gee ttc ctg ctg cgc ttc ccc cac gtg gee 
Asp Pro Glu Glu Val Phe Ala Phe Leu Leu Arg Phe Pro His Val Ala 
225 230 235 240 

etc ttc ace ttc gat ggc ctg gac gag ctg cac teg gac ttg gac ctg 
Leu Phe Thr Phe Asp Gly Leu Asp Glu Leu His Ser Asp Leu Asp Leu 

245 250 ~ 255 



age cgc gtg cct gac age tec tgc ccc tgg gag cct gee cac ccc ctg 



20 



Ser Arg Val Pro Asp Ser Ser Cys Pro Trp Glu Pro Ala His Pro Leu 

260 265 270 

gtc ttg ctg gcc aac ctg etc agt ggg aag ctg etc aag ggg get age 
Val Leu Leu Ala Asn Leu Leu Ser Gly Lys Leu Leu Lys Gly Ala Ser 
275 280 285 

aag ctg etc aca gcc cgc aca ggc ate gag gtc ccg cgc cag ttc ctg 
Lys Leu Leu Thr Ala Arg Thr Gly He Glu Val Pro Arg Gin Phe Leu 
290 295 300 

egg aag aag gtg ctt etc egg ggc ttc tec ccc age cac ctg cgc gcc 
Arg Lys Lys Val Leu Leu Arg Gly Phe Ser Pro Ser His Leu Arg Ala 
305 310 315 320 

tat gcc agg agg atg ttc ccc gag egg gcc ctg cag gac cgc ctg ctg 
Tyr Ala Arg Arg Met Phe Pro Glu Arg Ala Leu~Gln Asp Arg Leu Leu 

325 330 335 

age cag ctg gag gcc aac ccc aac etc tgc age ctg tgc tct gtg ccc 
Ser Gin Leu Glu Ala Asn Pro Asn Leu Cys Ser Leu Cys Ser Val Pro 

340 345 350 

etc ttc tgc tgg ate ate ttc egg tgc ttc cag cac ttc cgt get gcc 
Leu Phe Cys Trp He He Phe Arg Cys Phe Gin His Phe Arg Ala Ala 
355 360 365 

ttt gaa ggc tea cca cag ctg ccc gac tgc acg atg acc ctg aca gat 
Phe Glu Gly Ser Pro Gin Leu Pro Asp Cys Thr Met Thr Leu Thr Asp 
370 375 380 

gtc ttc etc ctg gtc act gag gtc cat ctg aac agg atg cag ccc age 
Val Phe Leu Leu Val Thr Glu Val His Leu Asn Arg Met Gin Pro Ser 
385 390 395 400 

age ctg gtg cag egg aac aca cgc age cca gtg gag acc etc cac gcc 
Ser Leu Val Gin Arg Asn Thr Arg Ser Pro Val Glu Thr Leu His Ala 

405 410 415 

ggc egg gac act ctg tgc teg ctg ggg cag gtg gcc cac egg ggc atg 
Gly Arg Asp Thr Leu Cys Ser Leu Gly Gin Val Ala His Arg Gly Met 

420 425 430 

gag aag age etc ttt gtc ttc acc cag gag gag gtg cag gcc tec ggg 
Glu Lys Ser Leu Phe Val Phe Thr Gin Glu Glu Val Gin Ala Ser Gly 
435 440 445 

ctg cag gag aga gac atg cag ctg ggc ttc ctg egg get ttg ccg gag 
Leu Gin Glu Arg Asp Met Gin Leu Gly Phe Leu Arg Ala Leu Pro Glu 
450 455 460 

ctg ggc ccc ggg ggt gac cag cag tec tat gag ttt ttc cac etc age 
Leu Gly Pro Gly Gly Asp Gin Gin Ser Tyr Glu Phe Phe His Leu Ser 
465 470 475 480 



etc etc acc tgt aaa act ggg ate cca gta tagactttgg aaatcagtag 
Leu Leu Thr Cys Lys Thr Gly He Pro Val 



21 



485 490 

acaccatatg cttcaaaaaa caggggctat taaaatgaca tcaggagcca gaaagtctca 1550 

tggctgtgct ttctcttgaa gtttatacaa caaccagatc accgatgtcg gagccagact 1610 

gggaaaaaac aaaataacaa gtgaaggagg gaagtatctc gccctggctg tgaagaacag 1670 

caaatcaatc tctgaggttg ggatgtgggg caatcaagtt ggggatgaag gagcaaaagc 1730 

cttcgcagag gctctgcgga accaccccag cttgaccacc ctgagtcttg cgtccaacgg 1790 

catctccaca gaaggaggaa agagccttgc gagggccctg cagcagaaca cgtctctaga 1850 

aatactgtgg ctgacccaaa atgaactcaa cgatgaagtg gcagagagtt tggcagaaat 1910 

gttgaaagtc aaccagacgt taaagcattt atggcttatc cagaatcaga tcacagtctt 1970 

ttgtgtcagt gtcttaaagg ggcctgcgca ggcgggacta tcaggagtcc actgcctcca 2030 

tgatgcaagc cagcttcctg tgcagaaggt ctggtcggca aactccctaa gtacccgcta 2090 

caattctgca gaaaaagaat gtgtcttgcg agctgttgta gttacagtaa atacactgtg 2150 

aagagacttt attgcctatt ataattattt ttatctgaag ctagaggaat aaagctgtga 2210 

gcaaacagag gaggccagcc tcacctcatt ccaacacctg ccatagggac caacgggagc 2270 

gagttggtca ccgctctttt cattgaagag ttgaggatgt_ ggcacaaagt tggtgccaag 2330 

cttcttgaat aaaacgtgtt tgatggatta gtattatacc tgaaatattt tcttccttct 2390 

cagcactttc ccatgtattg atactggtcc cacttcacag ctggagacac cggagtatgt 2450 

gcagtgtggg atttgactcc tccaaggttt tgtggaaagt taatgtcaag gaaaggatgc 2510 

accacgggct tttaatttta atcctggagt ctcactgtct gctggcaaag atagagaatg 2570 

ccctcagctc ttagctggtc taagaatgac gatgccttca aaatgctgct tccactcagg 2630 

gcttctcctc tgctaggcta ccctcctcta gaaggctgag taccatgggc tacagtgtct 2690 

ggccttggga agaagtgatt ctgtccctcc aaagaaatag ggcatggctt gcccctgtgg 2750 

ccctggcatc caaatggctg cttttgtctc ccttacctcg tgaagagggg aagtctcttc 2810 

ctgcctccca agcagctgaa gggtgactaa acgggcgcca agactcaggg gatcggctgg 2870 

gaactgggcc agcagagcat gttggacacc ccccaccatg gtgggcttgt ggtggctgct 2930 

ccatgagggt gggggtgata ctactagatc acttgtcctc ttgccagctc atttgttaat 2990 

aaaatactga aaacacaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3050 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3080 

<210> 26 
<211> 490 
<212> PRT 

<213> Homo sapiens 

<400> 26 





Ala 


Ser 


Asp 


Leu 


Leu 


Lys 


Asn 


Asp 


Tyr 


Phe 


Ser 


Ala 


Glu 


Asp 


Ala 


H 1 








5 










10 










15 




f7\ Glu 


He 


Val 


Cys 
20 


Ala 


Cys 


Pro 


Thr 


Gin 
25 


Pro 


Asp 


Lys 


Val 


Arg 
30 


Lys 


He 


Leu 


Asp 


Leu 
35 


Val 


Gin 


Ser 


Lys 


Gly 
40 


Glu 


Glu 


Val 


Ser 


Glu 
45 


Phe 


Phe 


Leu 


Tyr 


Leu 
50 


Leu 


Gin 


Gin 


Leu 


Ala 
55 


Asp 


Ala 


Tyr 


Val 


Asp 
60 


Leu 


Arg 


Pro 


Trp 


Leu 


Leu 


Glu 


He 


Gly 


Phe 


Ser 


Pro 


Ser 


Leu 


Leu 


Thr 


Gin 


Ser 


Lys 


Val 


65 










70 










75 








80 


Val 


Val 


Asn 


Thr 


Asp 
85 


Pro 


Val 


Ser 


Arg 


Tyr 
90 


Thr 


Gin 


Gin 


Leu 


Arg 
95 


His 


His 


Leu 


Gly 


Arg 
100 


Asp 


Ser 


Lys 


Phe 


Val 
105 


Leu 


Cys 


Tyr 


Ala 


Gin 
110 


Lys 


Glu 


Glu 


Leu 


Leu 
115 


Leu 


Glu 


Glu 


He 


Tyr 
120 


Met 


Asp 


Thr 


He 


Met 
125 


Glu 


Leu 


Val 


Gly 


Phe 
130 


Ser 


Asn 


Glu 


Ser 


Leu 
135 


Gly 


Ser 


Leu 


Asn 


Ser 
140 


Leu 


Ala 


Cys 


Leu 


Leu 


Asp 


His 


Thr 


Thr 


Gly 


He 


Leu 


Asn 


Glu 


Gin Gly 


Glu 


Thr 


He 


Phe 


145 










150 










155 










160 


He 


Leu 


Gly 


Asp 


Ala 


Gly 


Val 


Gly 


Lys 


Ser 


Met 


Leu 


Leu 


Gin 


Arg 


Leu 
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165 170 175 

Gin Ser Leu Trp Ala Thr Gly Arg Leu Asp Ala Gly Val Lys Phe Phe 

180 185 190 

Phe His Phe Arg Cys Arg Met Phe Ser Cys Phe Lys Glu Ser Asp Arg 
1^5 200 205 

Leu Cys Leu Gin Asp Leu Leu Phe Lys His Tyr Cys Tyr Pro Glu Arg 

210 215 220 

Asp Pro Glu Glu Val Phe Ala Phe Leu Leu Arg Phe Pro His Val Ala 
225 230 235 240 

Leu Phe Thr Phe Asp Gly Leu Asp Glu Leu His Ser Asp Leu Asp Leu 

245 250 255 

Ser Arg Val Pro Asp Ser Ser Cys Pro Trp Glu Pro Ala His Pro Leu 

260 265 270 

Val Leu Leu Ala Asn Leu Leu Ser Gly Lys Leu Leu Lys Gly Ala Ser 

275 280 285 

Lys Leu Leu Thr Ala Arg Thr Gly He Glu Val Pro Arg Gin Phe Leu 

290 295 ~ 300 

Arg Lys Lys Val Leu Leu Arg Gly Phe Ser Pro Ser His Leu Arg Ala 
305 310 315 320 

Tyr Ala Arg Arg Met Phe Pro Glu Arg Ala Leu Gin Asp Arg Leu Leu 

325 330 335 

Ser Gin Leu Glu Ala Asn Pro Asn Leu Cys Ser Leu Cys Ser Val Pro 

340 345 350 

Leu Phe Cys Trp He He Phe Arg Cys Phe Gin His Phe Arg Ala Ala 

355 360 365 

Phe Glu Gly Ser Pro Gin Leu Pro Asp Cys Thr Met Thr Leu Thr Asp 

370 375 380 

Val Phe Leu Leu Val Thr Glu Val His Leu Asn Arg Met Gin Pro Ser 
385 390 395 400 

Ser Leu Val Gin Arg Asn Thr Arg Ser Pro Val Glu Thr Leu His Ala 

405 410 415 

Gly Arg Asp Thr Leu Cys Ser Leu Gly Gin Val Ala His Arg Gly Met 

420 425 430 

Glu Lys Ser Leu Phe Val Phe Thr Gin Glu Glu Val Gin Ala Ser Gly 

435 440 445 

Leu Gin Glu Arg Asp Met Gin Leu Gly Phe Leu Arg Ala Leu Pro Glu 

450 455 460 

Leu Gly Pro Gly Gly Asp Gin Gin Ser Tyr Glu Phe Phe His Leu Ser 
465 470 475 480 

Leu Leu Thr Cys Lys Thr Gly He Pro Val 

485 490 



<210> 27 
<211> 1470 
<212> DNA 

<213> Homo sapiens 



<400> 27 

cacgcgtccg 

gcctgcccca 

gaggaggtgt 

ctcaggcctt 

gtggtcaaca 

gactccaagt 

atggacacca 

ctggcctgcc 

atcctgggtg 



acttgctgaa 
cccagcctga 
ccgagttctt 
ggctgctgga 
ctgacccagt 
tcgtgctgtg 
tcatggagct 
tcctggacca 
atgctggggt 



gaatgactac 
caaggtccgc 
cctctacttg 
gatcggcttc 
gagcaggtat 
ctatgcccag 
ggttggcttc 

caccaccggc 
gggcaagtcc 



ttctcggccg 
aaaattctgg 
ctccagcaac 
tccccttccc 
acccagcagc 
aaggaggagc 
agcaatgaga 
atcctcaatg 
atgctgctac 



aagatgcgga 
acctggtaca 
tcgcagatgc 
tgctcactca 
tgcgacacca 
tgctgctgga 
gcctgggcag 
agcagggtga 
agcggctgca 



gattgtgtgt 
gagcaagggc 
ctacgtggac 
gagcaaagtc 
tctgggccgt 
ggagatctac 
cctgaacagc 
gaccatcttc 
gagcctctgg 



\ 
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gccacgggcc ggctagacgc aggggtcaaa ttcttcttcc actttcgctg ccgcatgttc 600 

agctgcttca aggaaagtga caggctgtgt ctgcaggacc tgctcttcaa gcactactgc 660 

tacccagagc gggaccccga ggaggtgttt gccttcctgc tgcgcttccc ccacgtggcc 720 

ctcttcacct tcgatggcct ggacgagctg cactcggact tggacctgag ccgcgtgcct 780 

gacagctcct gcccctggga gcctgcccac cccctggtct tgctggccaa cctgctcagt 840 

gggaagctgc tcaagggggc tagcaagctg ctcacagccc gcacaggcat cgaggtcccg 900 

cgccagttcc tgcggaagaa ggtgcttctc cggggcttct cccccagcca cctgcgcgcc 960 

tatgccagga ggatgttccc cgagcgggcc ctgcaggacc gcctgctgag ccagctggag 1020 

gccaacccca acctctgcag cctgtgctct gtgcccctct tctgctggat catcttccgg 1080 

tgcttccagc acttccgtgc tgcctttgaa ggctcaccac agctgcccga ctgcacgatg 1140 

accctgacag atgtcttcct cctggtcact gaggtccatc tgaacaggat gcagcccagc 1200 

agcctggtgc agcggaacac acgcagccca gtggagaccc tccacgccgg ccgggacact 1260 

ctgtgctcgc tggggcaggt ggcccaccgg ggcatggaga agagcctctt tgtcttcacc 1320 

caggaggagg tgcaggcctc cgggctgcag gagagagaca tgcagctggg cttcctgcgg 1380 

gctttgccgg agctgggccc cgggggtgac cagcagtcct atgagttttt ccacctcagc 1440 

ctcctcacct gtaaaactgg gatcccagta 1470 

<210> 28 
<211> 74 
<212> PRT 
<213> Homo sapiens 

<400> 28 

His Ala Ser Asp Leu Leu Lys Asn Asp Tyr Phe Ser Ala Glu Asp Ala 

15 10 15 

Glu lie Val Cys Ala Cys Pro Thr Gin Pro Asp Lys Val Arg Lys lie 

20 25 30 

Leu Asp Leu Val Gin Ser Lys Gly Glu Glu Val Ser Glu Phe Phe Leu 

35 40 45 

Tyr Leu Leu Gin Gin Leu Ala Asp Ala Tyr Val Asp Leu Arg Pro Trp 
r ? 50 55 60 

f ™ Leu Leu Glu lie Gly Phe Ser Pro Ser Leu 

L 65 70 

M <210> 2 9 

ffj <211> 8 

hi <212> PRT 

<213> Homo sapiens 



»■ ■ * 



<400> 29 

Gly Asp Ala Gly Val Gly Lys Ser 
1 5 

<210> 30 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Leu Phe Thr Phe Asp 
1 5 

<210> 31 
<211> 94 
<212> PRT 

<213> Homo sapiens 



24 



<400> 31 

Ala Gin Glu Arg Pro Ser Glu Thr 

1 5 
Val Glu Thr Leu Gin Ala Asp Ser 

20 

Ala Arg Gly Val Leu Thr Gly Pro 

35 40 
Pro Asp Ala Glu Arg Arg Val Arg 

50 55 
Lys Gly Glu Ala Ala Cys Gin Glu 
65 70 
Ala Gly Ala Pro Asp Pro Ala Trp 

85 



Thr Asp Arg Glu Arg Lys Arg Leu 

10 15 
Gly Leu Leu Leu Asp Ala Leu Leu 
25 30 
Glu Tyr Glu Ala Leu Asp Ala Leu 

45 

Arg Leu Leu Leu Leu Val Gin Gly 

60 

Leu Leu Arg Cys Ala Gin Arg Thr 

75 80 
Asp Trp Gin His Val Gly 
90 



<210> 32 

<211> 89 

<212> PRT 

<213> Homo 



sapiens 



<400> 32 
Met Ala Ser Asp 
1 

Phe Gin Gin Leu 

20 

Ala Asn Val Thr 
35 

Gin lie Pro Leu 
50 

Gly Asn Ala Ala 
65 

Ser Thr Leu Tyr 



Asp Leu Ser Leu 
5 

Thr Cys Val Leu 

Asn Lys Gin Glu 

40 

Gin Ala Arg Glu 
55 

Ala Asn lie Phe 
70 

Lys Asn Leu Phe 



lie Arg Lys Asn 
10 

Pro lie Leu Asp 

25 

His Asp lie lie 

Leu lie Asp Thr 

60 

Lys Asn Cys Leu 
75 

Val 



Arg Met Ala Leu 
15 

Asn Leu Leu Lys 
30 

Lys Gin Lys Thr 
45 

lie Trp Val Lys 

Lys Glu lie Asp 

80 



<210> 33 
<211> 89 
<212> PRT 
<213> Homo 



sapiens 



<400> 33 
Lys Glu Ser Asn 
1 

Phe Gin His Leu 

20 

Ala Gly He He 
35 

Gin Thr Ser Leu 
50 

Gly Asn He Ala 
65 

Ala Val Leu Tyr 



Asp Leu Leu Leu 
5 

Thr Cys Val He 

Asn Glu Gin Glu 

40 

Gin Ala Arg Glu 
55 

Ala Thr Val Phe 
70 

Glu His Leu Phe 
85 



He Arg Lys Asn 
10 

Pro He Leu Asp 
25 

His Asp Val He 

Leu He Asp Thr 

60 

Arg Asn Ser Leu 

75 

Val 



Arg Met Ala Leu 
15 

Ser Leu Leu Thr 
30 

Lys Gin Lys Thr 
45 

He Leu Val Lys 

Gin Glu Ala Glu 

80 



<210> 34 

<211> 24 

<212> DNA 

<213> Homo 



sapiens 



<400> 34 

ccctggtact tgcccctccg gtag 



<210> 35 
<211> 18 
<212> DNA 

<213> Homo sapiens 
<400> 35 

cctggtactt gcccctcc 

<210> 36 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 36 

tcgttaagcc cttgaagaca gtg 

<210> 37 
<211> 30 
<212> DNA 

<213> Homo sapiens 



<400> 37 

tcgttagccc ttgaagacca gtgagtgtag 



